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Project Summary:  

Globally H9N2 avian influenza viruses are cause widespread infections of poultry, causing economic, food 

security and animal welfare issues. Close human contact with poultry has also resulted in human H9N2 

infections. We have shown, using circulating H9N2 virus and a mouse model of infection, the rapid 

emergence of mutations in critical viral proteins that alter characteristics of the virus to been more akin to 

strains capable of infecting and transmitting in humans.  In this project we hope to demonstrate that the 

rapid emergence of mammalian adaptation signatures can be repeated and understand if this holds true 

for H9N2 viruses of a different lineages.  We are interested if there are predisposing viral signatures that 

enable this rapid adaptation.  

 

Details:  

During this project, the student would sequence virus material collected from mouse infections with H9N2 

avian influenza strains and compare it to the virus used to inoculate the mice, to look for mutation in the 

viral proteins that have emerged in the single infection passage. These mutations will be built into viruses 

using reverse genetics techniques and assessed for mammalian characteristics, for example; receptor 

preference, pH stability and polymerase activity. The originating virus strain sequences will be analysed for 

predisposing motifs.  
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